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DATE 

PRIOR APPLICATION 
PRIOR FILING DATE 
tf'RIOR APPLICATION 
PRIOR FILING DATE 



S ( EQ 



ID NOS: 



NUMBER OF 

SOFTWARE: Pjatentln Ver . 
SEQ ID NO: 1 
LENGTH: 1525 
TYPE: DNA 

Homo 



2.0 



ENTERED 



ORGANISM: 
FEATURE : 
NAME/KEY : 
LOCATION: 
FEATURE : 
NAME/KEY : 
LOCATION: 
FEATURE : 
NAME/KEY : 
LOCATION: 
SEQUENCE: 



CDS 
(71) 



sapiens 



(1120) 



sig_peptide 
(71). .(142) 

mat_peptide 
(143) . . (1120) 
1 



cgaggccacg gcttatgcaa gcaaagatct ggaggagcag ttacggtctg tgtccagtgt 60 
agatgaactc atg act gta etc tac cca gaa tat tgg aaa atg tac aag 109 
Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met Tyr Lys 
-20 -15 
tgt cag eta agg aaa gga ggc tgg caa cat aac aga gaa cag gec aac 157 
Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin Ala Asn 
-10 -5 -11 5 

etc aac tea agg aca gaa gag act ata aaa ttt get gca gca cat tat 205 
Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala His Tyr 

10 15 20 

aat aca gag ate ttg aaa agt att gat aat gag tgg aga aag act caa 253 
Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys Thr Gin 
25 30 35 
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97 Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser Tyr Ser 

98 295 300 305 

99 gaa gaa gtg tgt cgt tgt gtc cct tea tat tgg caa aga cca caa atg 1117 

100 Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro Gin Met 

101 310 315 320 325 

102 age taagattgta ctgttttcca gttcatcgat tttctattat ggaaaactgt 1170 

103 Ser 

104 gttgccacag tagaactgtc tgtgaacaga gagacccttg tgggtccatg ctaacaaaga 1230 

105 caaaagtctg tctttcctga accatgtgga taactttaca gaaatggact ggagctcatc 1290 

106 tgeaaaagge ctcttgtaaa gactggtttt ctgccaatga ccaaacagcc aagattttcc 1350 

107 tcttgtgatt tctttaaaag aatgactata taatttattt ccactaaaaa tattgtttct 1410 

108 gcattcattt ttatagcaac aacaattggt aaaactcact gtgatcaata tttttatatc 1470 

109 atgeaaaata tgtttaaaat aaaatgaaaa ttgtattata aaaaaaaaaa aaaaa 1525 



111 <210> SEQ ID NO: 2 

112 <211> LENGTH: 350 

113 <212> TYPE: PRT 

114 <213> ORGANISM: Homo sapiens 

115 <400> SEQUENCE: 2 
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W- 
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174 
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177 
178 
179 
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<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<400> 



<210> 
<211> 
<212> 
<213> 
<400> 

<210> 
<211> 
<212> 
<213> 
<400> 

<210> 
<211> 
<212> 
<213> 
<400> 



220 225 
Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp 

235 240 
Val Cys Lys Arg Thr Cys Pro Arg Asn Gin 

250 255 
Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin 
265 270 

Lys Lys Phe His His Gin Thr Cys Ser Cys 
285 290 
Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe 

300 305 
Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg 

315 320 
SEQ ID NO: 3 
LENGTH: 14 
TYPE: PRT 
ORGANISM: 
FEATURE : 
NAME/KEY : 
LOCATION: 
OTHER INFORMATION 
FEATURE : 
NAME/KEY: SITE 
LOCATION: (5) . . (7) 

OTHER INFORMATION: Xaa equals any amino acid 
FEATURE : 
NAME/KEY: SITE 
LOCATION: (10) 

OTHER INFORMATION: Xaa equals any amino 
SEQUENCE: 3 

Pro Xaa Cys Val Xaa Xaa Xaa Arg Cys Xaa 



230 

Glu Asn Thr Cys Gin Cys 
245 

Pro Leu Asn Pro Gly Lys 
260 

Lys Cys Leu Leu Lys Gly 
275 280 
Tyr Arg Arg Pro Cys Thr 
295 

Ser Tyr Ser Glu Glu Val 
310 

Pro Gin Met Ser 
325 



Homo sapiens 



SITE 
(2) 



Xaa equals any amino acid 



acid 

Gly Cys Cys Asn 



1 5 
SEQ ID NO: 4 
LENGTH: 18 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 4 
atgcttccgg ctcgtatg 
SEQ ID NO: 5 
LENGTH: 19 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 5 
gggttttccc agtcacgac 
SEQ ID NO: 6 
LENGTH: 21 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 6 



10 



18 



19 
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200 ccacatggtt caggaaagac a 

202 <210> SEQ ID NO: 7 

203 <211> LENGTH: 196 

204 <212> TYPE: PRT 

205 <213> ORGANISM: Homo sapiens 

206 <400> SEQUENCE: 7 
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15 




209 


His 


Val 


Leu 


Ala 


Glu 


Glu 


Ala 


Glu 


He 


Pro 


Arg 


Glu 


Val 


He 


Glu 


Arg 
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Arg 
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He 
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He 


Arg 
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Arg 
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Leu 
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40 










45 
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He 
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Ser 


Val 
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Ser 


Glu 


Asp 


Ser 


Leu 


Asp 


Thr 


Ser 


Leu 


Arg 
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55 










60 
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His 


Gly 


Val 


His 


Ala 


Thr 


Lys 


His 


Val 


Pro 


Glu 


Lys 


Arg 


Pro 


Leu 


216 
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70 










75 










80 
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He 


Arg 


Arg 


Lys 


Arg 


Ser 


He 


Glu 


Glu 


Ala 


Val 
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Ala 


Val 


Cys 


218 










85 










90 










95 
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Lys 


Thr 


Arg 


Thr 


Val 


He 


Tyr 


Glu 


He 


Pro 


Arg 


Ser 


Gin 


Val 


Asp 


Pro 


220 








100 










105 










110 






221 


Thr 


Ser 


Ala 


Asn 


Phe 


Leu 


He 


Trp 


Pro 


Pro 


Cys 


Val 


Glu 


Val 


Lys 


Arg 


222 






115 










120 










125 








223 


Cys 


Thr 


Gly 


Cys 


Cys 


Asn 


Thr 


Ser 


Ser 


Val 


Lys 


Cys 


Gin 


Pro 


Ser 


Arg 


224 




130 










135 










140 










225 


Val 


His 


His 


Arg 


Ser 


Val 


Lys 


Val 


Ala 


Lys 


Val 


Glu 


Tyr 


Val 


Arg 


Lys 
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150 










155 
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Pro 
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Lys 


Glu 


Val 


Gin 


Val 


Arg 


Leu 


Glu 


Glu 


His 


Leu 


Glu 
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229 


Cys 


Ala 


Cys 


Ala 


Thr 


Thr 


Ser 


Leu 


Asn 


Pro 


Asp 


Tyr Arg 


Glu 


Glu 


Asp 


230 
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185 










190 






231 


Thr 


Asp 


Val 


Arg 



























232 195 

234 <210> SEQ ID NO : 8 

235 <211> LENGTH: 241 

236 <212> TYPE: PRT 

237 <213> ORGANISM: Homo sapiens 

238 <400> SEQUENCE: 8 



239 Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 

24 0 1 5 10 15 

241 Leu Val Ser Ala Glu Gly Asp Pro lie Pro Glu Glu Leu Tyr Glu Met 

242 20 25 30 

243 Leu Ser Asp His Ser He Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 

244 35 40 45 

245 His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 

246 50 55 60 

247 Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 

248 65 70 75 80 
24 9 Arg Ser Leu Gly Ser Leu Thr lie Ala Glu Pro Ala Met lie Ala Glu 
250 85 90 95 
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Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
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Seq#:3; Xaa Pos . 2,5,6,7,10 
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